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BRI R T E (Protein A+GHATEE)

e ELY S (B3
P2179S S5 VTIE R 77 £ (Protein A+GREZKE) 20-100%
P2179M o UTIE IR B (Protein A+GREZRIE) 100-5007%
RN
> B RAEF R DTE R & (Protein A+GHiEki%) (Immunoprecipitation Kit with Protein A+G Magnetic Beads) & —Fif i i

A\

iR ) H 2H Protein A+GHEAZR, BCH T B& IR SYEDUAR, AT B I 1A S DT0E B 2 L 0T AR . AR 7™ il i) e
DU, WTLART H RS A A A YA S A

AR &AL 5 ) Protein. A+GREZR S &1 AL BRAIE 1) S BEUTTE 20 2437, A6 4 B2 UTUE (Immunoprecipitation, 1P, K
Pull-down) B 5 M TE (Co-TP) SEER N & 5. HHE . @k, AR IEYUE, 2T HEA S E A E S %% it
Ve L TTE AL S5 S

Fo BEUTIE B S 8 FLUTIE e W 70 2R A B A 5 28 A A LA Fi (Protein-Protein Interactions, PPIs)[) % FSZEbFe A, @it fd ks
PSRN BT 45 S UK A R (W Protein A/G AgaroseBX Protein A/GHEEER), BB 2% F B Bchr 7 MEBUAR AU A 53 (an 35 i Wi i B
WEER), A B o BHE ) NI T 43 B SRS 50, TR H AR A BN R FEf b B ok, Bl S AT AR T
Western E[1Z8 kI 55 1% 73 Hr 46«

Protein Aj& —Ff i I T4 35 (078 % BR 18 (Staphylococcus aureus) AN MERER A 1, /T &8 42kDa; Protein GA2CTY LG 5
ERTH (Streptococcal bacteria) R iE IR E AL 5 E . Protein AfiIProtein GINAEAHML, FEdFF ML 50l AL sh W) e e BR EE A
(Immunoglobulin, Ig)&54, &5 1HALE N G BREE H IFclX, (B ZEEHE /RProtein At FI AVH3 KR HIFablX 454,
IfiProtein G I S5 FabX A7 — € 455 o [RIINF, P20 T AN [ ¥ G 8 3R 2R 11 DR IR 45 R 70 TS T o 34 2 4 0 ) Protein
A, GHWERU—EW T a5 &, T R iiie sk m i .

Protein A+GHiERIE & T 9 UTIE FTA Protein ARG ER A Protein GREER BN AT LA G Ui v F P4, £ 35 human 1gG1.1gG2.1gG3
IgG4, mouse IgG1. IgG2a. IgG2b. IgG3, ratlgGl. IgG2a. IgG2b. IgG2c, LA JMrabbit. goatfs % wlEdifk. FREES
KProtein A+ Protein G Protein A/GHAER/™ it 5 N /N KB WL e 3k 8 ISR I 45 6 e 1 A RV R R 5 25 5 e )
THLE .

Species Ig Protein A | Protein G A+G Total Ig Protein A Protein G A+G
IgG1 -+ -+ -+ Human A+ A+ -+
1gG2 o+ -+ -+ Mouse +4+ +4+ -+
IgG3 - - - Rat +/- ++ ++
IgG4 ++++ ++++ ++++ Rabbit ++++ +++ ++++

Human
IgA ++ - ++ Goat - ++ ++
IgD ++ = ++ Chicken - + +
IgE ++ - ++ Cow ++ ++++ ++++
IgM ++ - ++ Guinea Pig A+ ++ A+
IgG, + -+ -+ Hamster + ++ ++
IgG,, -+ -+ -+ Horse ++ H -

Mouse | 1gGyy +++ o+ +++ Pig ++ ++ =+
IgG, ++ +++ +++ Sheep +/- ++ ++
IgM +/- - +/-

IgG, R + + ++++, Strong Binding

1gGo, - -+ +++ i+\;; ;lt,Bl\i/{]ec?iir?gm Binding
Rat 18Goy - + + +/-, Weak or No Binding

IgG,, + ++ ++ -, No Binding

IgM +/- +/-

>

>

A2 B E 2 Protein AfIProtein GRJ 5 2 Ui A3 W 1gGFeimds R 454, 0 FEZN25kDa. 1% HE 4 Protein AFI
Protein Gifiid ui&, IREA | 51gG Fedm4h &M R E IR T4, ZBR 745500 LU AT B R BRSSP 41, AN
A LA RO b AR R S 4 o AP i 11454 Protein AR Protein G733 il i LAZE A4 5 A3 MeG o 1

AT G LA 5 2 I BeyoMag™ Protein A+GH4¥k« Normal Mouse IgGHNormal Rabbit (1E % /N SR IgGH GelgG, 1 NFHExT



) B ALAL ) 2 b 22 vl W Lysis Buffer. TBS (10X). Protease Inhibitor Cocktail (100X). Acid Elution Buffer. Neutralization
Buffer. SDS-PAGE Sample Loading Buffer (5X)%5 2 i 2 B, AH Sl B s % Jyi v sSeIe b s . 5. S=iake
ARRAF AT IZDUE IR FE S E K 1. BeyoMag™ Protein A+GREERAIE MLk, IMA—E 287 EPiA, Protein A+G
A 5 PR Feir g A, —E N A1 F 5 i Protein A+GREER-PUIKRIR &) (beads-Ab complex), ARG IMAAE S, FE 4 ATHE
BUR I Fabi i 57 P4 1R A1 11 JE i Protein. A+GREER-HIAR-PTR 79% H 54 (beads-Ab-Ag complex). Pk &Y 0L FRAL
SR, SRJE 18 IR e i BUSDS-PAGE I 82 il 55 75 2 MG Bk H 3k n 4 & i e & T 5 gkl .

Magnetic beads
preparation

Magnetic
separation

Magnetic
separation

R —
Antibody l
preparation
C C 5 Mix & Incubation
= >= & Magnetic separation
— —_—
Sample l Elution
" preparation
“¥%= Target protein O
Q’if Antibody F
*#« Other substances e Transfer
A Magnetic beads "».2.\'"'
\@t

1. BRRAGEDTIE IR & (Protein A+GRERRIE) M A Ui R AE K

> AT & F ) BeyoMag™ Protein A+GHiiEk, AR NProtein A+G Magnetic Beads, HJ LUEFMEHEE S AHCPUIR, FHal DIl
W ) 28 55w Ay B W A AR FE LS T B R A S E A AW e DT B A S5 5000 . HAF AU . (DR R ESR. 38
BEHSEEER, MEHRSEE10mg/ml. {£5 [ Protein A+GIRIEHERE ALK, &5 EARRE R BE, 1A S ERRLAE /)N,
NG AER R R M . AP =T HEER B IR & 2 10mghiER, HProtein ARGERFIProtein GRERRIX1: 1 LLBIVR AT, &
AbF0.6mgHE 2 Protein A Protein G, J#H AT &4 /DT0.7mg NgG (BARRI B RS & BERAPUARET & H R A% R).
FESOOTHFE i, 38 8 AN 75 A 10-20 0 FHREBR A, 7t AT DAy s EAT S s DUVE LG . QR F= M AR E &%
ROTRBEPL: A7 b A A (R 9 K 2k (~200nm) B K EER TR, 8 Tk 5PUARBI A S S IRE A 84 & . @
1043 A BRI AT S8 AR 8RS A W W B I B2, 304380 A 58 1 B )R 0 S R Ve 4 A o 400 T 45 VR NF 1) W DA 2880k 4 7E G
I (a4 E I AR H 8 A B BRI, R RIEH MR A EE. BT RAMES 5, FUGEATIPAICo-TPAH L T B i
BRI AT LA 44 40% I [] o

> A7 & BeyoMag™ Protein A+GHEER 1) 3= BEFa bRl N 3= -

Characteristics Description

Product content 10mg/ml magnetic beads in specific protective buffer
Beads size ~200nm

Magnetization Superparamagnetic
Coupled protein Recombinant Protein A and Protein G
M.W. of protein ~25kDa (Protein A/Protein G)
Antibody concentration >0.6mg Protein A+G per ml beads

Binding capacity > 0.7mg human IgG per ml beads

SRRy Antibodies from many different species, including mouse, human, rabbit, cow,
goat and sheep

Elution method Elution with acid, competing peptide or SDS-PAGE loading buffer

Application 1P, Co-IP, Protein purification

> AEFIEREHMBEMTGTIE. WIETEE St B EARNSH . W2 Thee Js 8N I EREE, Al &R gt fh b

Mgk, BRI R R ANSDS-PAGE L FEG MR . WM FTedr k2 ik, tal B4 s v 2 I T v . A= i H
F GFP-Flagfil &5 A B TTERER S H K2,
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1. Input
2. Mouse IgG
3. Elute by SDS-PAGE loading buffer
4. Elute by 3X Flag Peptide
— [gG heavy chain

G SE - Grrg

IP: Flag

— 1gG light chain

B2, 87 R Ui 3T & (Protein. A+GHEEERTE) T GFP-Flagfl & 85 [ 1 e J T IE ROUR K. 293 T 41 Md (AR B 4 i) % e
GFP-Flagf ki36/N s, 2 Lysis Bufferfefi. ££51 NInput, BI440 i ZL/# K (total cell lysate); #F 52, 3F14E AR &t
Protein A+GRERR R HTHE G FIFEfh, A AL S 27 48 A B9 & Normal Mouse 1gG (1E % B/ BIgG) % 5 U iE f§ 4 SDS-PAGE
Sample Loading Buffer (1X)PElt 513 2 0L S, BRI B S 3 A4 1T IPET 4 FH 48 2 Flaghi R (AFS519), AR FE 38
FHSDS-PAGE Sample Loading Buffer (1X)3Efi, #£f41# 13X FlagZ ik(P9801)1: kit . {#1SDS-PAGE Sample Loading Buffer
(1X) Bt J5 AT LA I 2 Flag i 4 ) 6 48 , i i FH 3X Flag Peptidedt FiiAX %47 GFP-Flag, %Mk (R 2 52— (1 H ) 57 o

Western E[137F 45 B Beyolmager™ 600422 & g R 485 BU(E1600) . SEFR&S & RSLI 25 KA B 2 (AN [ M AA R 2

5, BRI S % .

> R T R e B TTE e, AL TR BES 00U ity I 20l 2R B, AR &/ P21 79S T AL 3 P2179M 73 3l T LLEAT20
IRFIT00VFE it B S BETTVE - [RIINS J353) W] LAREAT 4020 B0 R 4 S BETE s ¢TIk 10O iy S P Ay A BB R, U0
S R] EABEAT 100K AISO0 R it B G BEUTIE RIS 7359 W LAEAT 204N AT TOO AN B 1A JE ) SR ETTE

BRER:
e 77 i 4R .2
P2179S8-1 Lysis Buffer 50ml
P2179S-2 TBS (10X) 10ml
P2179S-3 Protease Inhibitor Cocktail (100X) 0.5ml
P2179S-4 BeyoMag™ Protein A+G Magnetic Beads 0.4ml
P2179S-5 Normal Mouse IgG (Img/ml) 1oul
P2179S-6 Normal Rabbit IgG (1mg/ml) 10ul
P2179S-7 Acid Elution Buffer 2ml
P2179S-8 Neutralization Buffer 0.2ml
P2179S-9 SDS-PAGE Sample Loading Buffer (5X) 0.4ml
- RE 14
L 7 i A4 PR 2k
P2179M-1 Lysis Buffer 250ml
P2179M-2 TBS (10X) 30ml
P2179M-3 Protease Inhibitor Cocktail (100X) 2.5ml
P2179M-4 BeyoMag™ Protein A+G Magnetic Beads 2ml
P2179M-5 Normal Mouse IgG (1mg/ml) 50ul
P2179M-6 Normal Rabbit IgG (1mg/ml) 50ul
P2179M-7 Acid Elution Buffer 10ml
P2179M-8 Neutralization Buffer 1ml
P2179M-9 SDS-PAGE Sample Loading Buffer (5X) 2ml
= B i
RIFHRM:

20°CHR1FE, —HAH L. P2179-4 BeyoMag™ Protein A+G Magnetic Beads™] PA4°CLRAF

AEEL:

> FEELH B, MRS RN52mIEsr B4 (FMS004. FMS008. FMS012. FMS016. FMS024).
> R pUE R B A LR B LB, T B AR LI T R B 1 R RN 25 AL B R . AR IR

R R/Beyotime 400-1683301/800-8283301

P2179 REZETLIERE (Protein A+G HZRIE)

3/7



3 7 KB ER B HI 7R A2 A (50X) (P1081/P1082) K12 Z Ak B 1] 779 A 4(100X) (P1112/P1113).

> ARG & FR L) Lysis Buffer2 e S, 1& G 1R 24500 T K S22 Ui B Ao 2 LU I IR R ol AR 5 B ek« HLEH T4
FEYTHE B J e ST B AR T I R 24 MR R M, A Lysis Buffer N — 58 3@ & AT AT S R DT AR S R 5 ek . ZEAE AR
A S Lysis BufferJCRRAERIEOLT, 752 B ATR T RMEBRIBEVRBOEAT BEZ AN BE . M g SO SRk B A7 T i 2R
IR, SR m RN EIE U R https://www.beyotime.com/support/lysis-buffer.htm.

> BeyoMag™ R SRR, SRS b, A2l AR .

> BeyoMag™ Magnetic Beads T 4EfFpH N6-8, &G mid 850 TIRERATE; BV KI DB HERE TR, BNmTaEe 5k
TR BRI A

» BeyoMag™ Magnetic Beadsfff F Al 283& 24 78 73 #8, BUEUEE TIREMIERIR G395, IRSIRAEAUR R, A E R 2R e R= % 5%,
S TR AR TS

> ARG TTIERS, RIS A B A 8 A [ 11 15 5 Tg GG il AH 5] F00Re LU B 2R BE 1) IE H 1gG AR, LA T 2 BRrARdRr et 45 A 50
VE R BRI . A7) & P 4 44E B Normal Mouse IgGf1Normal Rabbit IgG, ¥ £ TR, A LITIEZE =K #) N1gG (A7001).
1I2£1gG (A7007). fIgG (A7016). /INRIgG (A7028). KERIgG (A7031). ¥'1gG (A7039) -

> EEARRICEEE R GERAA TR, JENAA LI B A4 CEvK,  DLIRGE B I PR A AR

> RS A I AR A RO IR, A R R R RO, LG e A i R R SR A R T B

> RUVEERGENN R T Re s R AE RS, BT IEWIWER, AR IER SR 0.1%M3EE 18 £ 7] (4 Triton X-100-
Tween-20ENP-40) o] 2407 IEREER RS, I HA SR BEER (I Buid 45 & 0%

> KPR T N RRVER T, AR TIRRSEEGEYT, AMER T REREZ N, AR T EEEEN.

> ATER AR, 15 SRR T EERE.

{EAEA:
1. AFIERHEE.

a. BH KR, AN 100-500 I 2RI EL B, #E & AR DGR
Steps Solution required Volume per assay Volume per assay
. . Lysis Buffer with Protease
Cell lysis and sample preparation Inhibitor Cocktail 100ul 500ul
Preparation of magnetic beads TBS ~0.5ml ~1.5ml
Immunoprecipitation Magnetic Beads 4ul 20l
Wash for beads-
. TB 100l each ti 1 each ti
A coslee (@ i) S 00pl each time 500ul each time
h fi -Ab-A 1 Lysis Buffer with P . .
Wash for beads. b-Ag complex (3 ysis Buffer wit r(?tease 100ul each time 500yl cach time
times) Inhibitor Cocktail
Acid elution and neutralization Acid Elution Buffer 20ul 100ul
(optional) Neutralization Buffer 2ul 1oul
SDS-PAGE sample loading buffer SDS-PAGE Sample Loading 20ul 100ul
elution (optional) Buffer (1X) H H

b. EHHIFIRBRBMES]. % LR, 501007720 Mo 3 F 100-200p 2 #5771 A7 T 227 LL K2 300-600p1 75 #1511
ZAR TR B, T ) A P S AR AR . # Lysis Buffer 5 Protease Inhibitor Cocktail (100X)4%# 100: 1 (¥ L 431
B4, BIA07E 1mIff)Lysis BuffersF A\ 10pul Protease Inhibitor Cocktail (100X), RI751ml& 0 7522 AW (Lysis Buffer with
Protease Inhibitor Cocktail). BTl 5 (1) 2 0] 57 S AR VR B I B AE VK I B 4°C .

L WU R UTUE Y B I W R BB S BB, 75 B I IR T 0 ) 7 B 2 ST A R AR A

FH 24 2 KRB RRRE I FR S MIA (50X) (P1081/P1082)F13: Z B ALBEHIHI I A 41(100X) (P1112/P1113). WA K53k 7

R, AR T E LG MHIFESY: https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

B2 ARG HE M Lysis Buffer MU TRE 2%, A TR SLMBe oD B, R IR R I A AR

HE3: SRR E IR, AEERSE ST FREESMH. R AERRER, TUERBEZ KWL ELRE

A BERREE A 25 C B EEHI VR 54 https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

¢. TBSHIEC#]. ¥ TBS (10X)HBAKKFREELIX, EINTBS. #lU11ml TBS (10X)INA9mIEELiK, J851)5 R NTBS.

d. BOEREMER . BT RERMEAERF IR IR, BT AR BEAE IR, Sl I OE 2 5%

(a) PRI B AT B MIER, 1 MBAES00uIEE A FH 20 Bk By i b 5], BUGE B ER 2 — 315 550 T (FTUBO15),
IIATBS 2 B ZAAFINZ10.5ml. B WRVIEMEERIAFI R T-0.2ml, 7 DLE R e B4R E T 058 oy sg108b, 5k
FH, RIEEMATBS E R &R FUNZ10.5ml.

(b) R T HE R L. B TR EaEs108r, LBk BiG. EE EIRDEMIR.

(c) #IBHILAATR S, FTBSH ik,

e. SDS-PAGE Sample Loading Buffer (1X)HJECfi|. HU& fSDS-PAGE Sample Loading Buffer (5X)H /K# %5 fis B v
SDS-PAGE Sample Loading Buffer (1X). f10.2ml SDS-PAGE Sample Loading Buffer (SX)JIA0.8mlIfB4f/K, 515 EIR
SDS-PAGE Sample Loading Buffer (1X).

2. ZHMIERLA LR S RMBERIE R FERR S B L RVEAT 5 2k 1 S e piiE B B SR E , W R AN RE L R AT 5 S SE 58, AT
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https://www.beyotime.com/support/lysis-buffer.htm
https://www.beyotime.com/support/lysis-inhibitor%20cocktail.htm
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PA-20°CER-80°CH A7, (HIRRNTTRES M E A S R AMMEIEM . Fra e G 200 B B R VKR sia°CHfE, DIR S &

AR AT REME . AR RIT S, R — & EAE N Inputsi Total, LA T 5 22 1) Western S5 A2 1)«

a. ST RERIRE SRR . 250-1000xg % I 2 O Smin R SH M . WA A E, AT RUME FPBSHES— IR, AR5 R4 ik B I
Wik, B2Fvortex B B I LLT A AL R 540 BT - #% BRAE50-100 75 41 FL I 100-200pd 1 B A BN 235 4100 il 551 2R A Ak
R R EOE YRAT, DR RN . 7o RS N A R AN E . WHRNIRER 2, B3 i50-100 7541
M/, SR )G 2R . KIAM AN I 24  7e 45, T/ 2 4 i Bl T 24 8 2 RN B 78 o0 # ik, ARG LUBR R 2 IR 7S 0
R ERIE, 10,000-14,000xgfE4°CES 03-50 80, B 3G, BENTTHEAT G 4L S0 5 viiE A i JLuiie 5. 1 2ME 4
BB, TEANERHADNAY, B.OES7ATTEY.

b. NEBEZH MRS SRR . WIS M. W B, FIPBSTEG K, SRIGWRIEH B AR . 4288 4£50-100 77 40 i (FH
2 F6FLAR 1N L) I 100-200pl (1 5 4 FIZLARR, & T, AT ZLARRORI AN B 78 7 Befil . 388 AR B R 3 1 41 g
12805, Mt St 2. MM B AEVK E24R2-10min. 780 2AR )5, 10,000-14,000xgfE4°CES 003-52)%F, HU i,
R a] 3E47 J5 S G e UiiE A e JLPTie 55 . ¥ R S MOV EANEEDR, EEONEKADNAZ, B0 )27 ED
TEY.

c. YHEBREERERE T MBS . ST ImI R AR, B0E LG, WRALE, o UMEFHPBSHE—IK, RIEWIRE
B AR . B2 R vortex B BT A5 TR DASEAN R BRI BE R FE 0 5O o DN 100-20000 &5 #0112, 32 vortex B0 o
JRLAVRE], UK B ZEf#2-10min. 1 5 75 B R4S B0 4 i SRRSO R AT R I B R LA 43 i) 44 D 9 R B (lysozyme) R B il
(lyticase)VH 1k, SR J& F 150 FH & Skl I 2L b AT 24 . 78 /0 245, 10,000-14,000xgE4°CES.03-57r %8, B Lig, Bl
AT JG SR 0 e TUUE M e LT % . ¥ HMERT R BB EAAREYR, FENERNADNAY, BoES7 4
DUEY)

d. ARSI RBENES.

(a) LB U] A/ IR B o AN SR SURE S AR SRR A/, BT DO F T B ) .

(b) #2HEAF10-202 50 412U FH 100-200pl (19 BTN 5 0 TR0 R MR . Gn SRR A 70 43 mT LA FH B8 22 145 4100 1l 7R 4 At
W T B EIR B R R ARES, 1T DOE 24980 R F & .

(c) A1 28500, fd Fl 28 = KA P2 IE6600 TissueMaster™ =55 AL ST BEAX BT S, BLE A4 2. M LAEd
SURE S VR JE RS, WFBE 78 90 Jo NN 245 e L AT 4

(d) T #f#EIE, 10,000-14,000xg7E4°CES 0 3-55r 80, HU B3, BIRTEEAT fa 200 9% Dlde Al ey e 55 . B20mg %A+
(140715 B5UPFF I ZHL 2 200 75 #0011 770 L i 22 A S SR AR 10 3G, R AR Zo815-25mg/ml,  AFEPRAS A [ ZH 236 B
AW ¥ RRERATRES HIDEANBEEDI, FENFEFMHADNALS, B0 E S TEY .

3. Hifk5Protein A+GREZR KIS & -

a. DURHIMER . FLPUpA i B U0 RH b RO R R L P TBSFR B DUAA, Bl spiih TARWE: SR UM fil il 249K BE 5-50pg/ml
FIPUR AR . BT UK b& . ATt F oAb & A R ) 1E 5 Tg G i A [ 5 B b sk 240K BE 1) 1E %5 1eG TAEM, LAH
T2 AR A A B I I . B A A R 0 IE W IgGAE 3R, 19040 J5 S S BE Ve FH B 2 /N RIgG,  7E A
598 R AT DL TBSH3 & & 1 Normal Mouse 1gG25 LA T BRI 5 B A Ay BH 14 0 R

b. B . K0 IR diE & LI Protein A+GREBRBHATREYE 73 85, WRBR B3F, IS0k TR EIE H1gG TIEH, BEE
JEEE IR IR A LR B 150801/ 3E: BT DLE /5 R 1d I Protein A+GREER T IN & B LA IE # 1gG
BT E o

c. YE¥R. IMAS00ulfITBS, IR MR %I4T B B Protein A+GHETR. B THI % E4AB108, £ EiE. EEEE =R
RGN &, FTBSH B Protein A+GHAZR. ¥E: WFHE MG Y, Rk R AERBSEREEFIHSR, A
Al o2 N

4. YT (Immunoprecipitation, IP).

a. RIS TERY). SEIT RS T IE#1gGIfProtein A+GHEXR 5 FE fH4°CIE B VNSRRI B, _EiEFE
an TR SRseat . ARSEIP RN B I bR S IE R gGre B JERE 4 S M E A .

b. BREEE T HAABRIE R IgGH Protein A+GREERIRE - 1% 1B AF 500l 8 (A FE S I 20 Bk B MO i Ee il hin N &5 & T Ptk
5 IEH 1gG I Protein A+GREEEE, B TMFERRIKSURFERA I, =R E 2/ 84°ClF & 7%

L WELRET, W R A RASREIREIEFRR, Aommseitas .
VE2: WA IE EPUREE F 1G5 R i S 0 B 1-2/N 804°ClF B RU5 , BRI 10-20 3 i it = IR 0% & 1/ o
HAA DL WL ]2 o

c. BB, WaERYRE, BTHARESEI00, Rk EE. H: T EEHs BE0, FTR80 5z it mseR .

d. Ye¥. MINO.SmIfFEIMEIFI AR, AR RREWATEEMER. BT L8108, £ ik, 800 &3]
FUBLRI U =Ko ¥ BT DLE ARSI B4 45 B A i OD g K HI T /& T e 58 4%, #5 0Dy K T0.05, S3&E 243
Vel

5. Bei. FRIEARZSER (CIMRE s SR B2 IG R, AT DR R 3R T A — AT

a. BRYESEBUE . AJTE N, PO R Tl R AR 2500 N BEERFRIE A ARSI, (8T 580 Hris il o

(a) 20l E AR ERRARFN, A 100u Acid Elution Buffer (BRYEVERR), TR E TN EIKEUEHRAI L, EREES
YR, W WEE BRI EAEL 158

(b) WHTER, BTWEE LS00, W EEEEIIHE.OE Y, JESZZIINA10ul Neutralization Buffer (1 1K),
EMRAT . W FOLZIMA R ARIER ST, A [ A T R R 5 S8 — R A Rk T .

=R /Beyotime  400-1683301/800-8283301 P2179 BN RN B (Protein A+G BFRYE)  5/7



(¢) NTIRMBRRMBEMCER, ATE D@ F(b), FRRAHFFE &G
(d) FeMt A Flaghs 2 8 KL S AWE T4°CR M, B -20°CE-80°CKIALRAE -
W1 BRVEGEMOE BAR SR, AT AT R T 5 4+ e Bi2: BUSDS-PAGE A 22 il e it 5
2. BT H AT 2 R T AR BRI W A BB AR — S ISR, S BRI AR R R P A, TR R M
T IpHTE2.5-3. 1 2 [ HEAT — 2 RO VR 82, R L 1) A RS ) p HA B B AR B AT — 8 (RS, ELAAR TR B AT AR AR DG S 38 4% 1
I A] A SR FH R0% 1T R BE v 1) 22 K 5 4 e JB 2 B A% T fe 2 I SDS-PAGE R 2 il e it i, J & IR s R 7R AR
FAF NHATVEML, ATRES 0] 5 SRt T 8 TG PR BRI S8 7 A R
b. SDS-PAGE bRESIMMRBEMLYE. AL AR, 132 B R & A SDS-PAGE HLJK Bl Western 5l .
(a) ER20plELEEERAFR KIRERR, A 100ul SDS-PAGE Sample Loading Buffer (1X), 95°CHN#54 %t .
(b) BT HEIZE For #1080, B -iERI AT FH T-SDS-PAGE ik B Western il .
VEL: 8% SDS-PAGEH I EAFZEMIE S A DTTAEJE R, HGe s 2 00 8 ke dh b 2 5 A BUIR i B aE f s i .
VE2: H'ESDS-PAGE_FFEZE phili i] LL2% FE 3% 24 2 K (ISDS-PAGE R 1 _FFEZE phifi (2X) (PO015B). SDS-PAGE®R H
FEGEMH(5X) (PO015). SDS-PAGEZX [ _FAEZE pHi(6X) (POO1SF),
c. ZRRTHVEBIE: W HEOBIREE A, FE AN PR BT IET BT, T RS AR LI 22 IK2EAT 56 4 B it
AT NARAE R, Bl m, He S AR ORI JEA AR, (TS SRR . BUF PAFlaghn 25 8 1
(a) 3X FlagZ kI Bt i BT i1 : HOE F3X Flag 2 JIR(PI8O1)¥A i T-TBSH, Al HL 2Kk B 24 150ug/ml, Bk B Smg/mlff)3X Flag
Z K R(P9801)E 150ug/ml.

(b) FR20ulEEEREERAART, I 100ul 3X FlagZ ARy Biifi(150ug/ml), JR51J5 B TR R iR a1 b, =I5 R
H30-607 8, B4°CHEE 12700 . T SemPe iR, nlE K & I e Bl s 2 B .

(c) WHTHEE, BTWRLAE108, ¥ EHEAHNSOE Y. BiEABNFlaghh & A .

(d) Vel Flaghn 258 H & T4°CHr A, Bi#-20°CEL-80°CK IR TE

= L) R :

1.

TR E Ui SRR G S 3 ?

WLk 5 PRI 45 & ReR S PR R R BRI K T B WAL 0%, WPtk AT A S Protein A GELA/GHISEAJEAE, A LGE

S5 AR A B0 5] 2 TBSHOpHAE (8-0) S BRI -5/ (25-100mM NaCl)3 Jy 124 %A1 75

AT R R BRAE S0 e DTV B A B LUV R L A AR e 12

a. ZHLRADHMETE, LUK EEPURSFEMITIRG, ERPUA-SURE A, FEHProtein A. GERA/GREFKHIEE
EY, FEEA DA ETUA S PUR MG, H RS R S0 1), A5 miiie F= e k. W T AR
IR BRSEIIE B 0 o e 38 ST th HEFR A ke v

b. %W R4, MHLE T IEWIgGHIMER S E AR E, o LR DPiRrdeRe e tE gt & 8, thnr DIFEE AFE
AN IEF 1gGT G, AREFIMAPUREATIE , BEJE FINNREER AT HUA IR G T -

c. WHEIEEIgGIENPUARNXTIE, AT LA E G TN BB 3L 05 = P (s o 1

T B G i BRAE ik A S I FE R BB HH IR SR AR VL

TR BLARAT(E2-8°C, 1 FH IR 38 G H 95 Yeif S B AN AT AR, BN IR T BN SR A . REFRAE (R pHI D B 22 itk

A RERTIEFRMS, NERERIER . £ TBSFIVEIZ MR bR 4 B R0.1% (viv)IIAESS TR 567, 4

Triton X-100+ Tween-208(NP-40, A 3B LWk RS . St RpHEE I ERAE I REER T LU TBST iR 2, SRE A& H0.1%

(v/v) Tween-20/I TBSHR % B B iRk, FFIMEABKIBATE2 80, IR REER VK I 5DIRAS, DL AR BRI AN S mh BE Bk A 44

SEAMER,

WA R ER B MR EE B O B SFEMR IR ?

VS FARIR B R IR AT REER A« 5940, TR RIN0.1% (v/v)IEEES 1 L3577 (W Triton X-100+ Tween-205%

NP-40) 7] DA R A T B AR FEAL 2 THT FRDRE S o

HERAEMSH TR T HIE TR ?

WEERAEAE FHI QSR B I G, 55 S B AR AIE o B2 vl 8 11 Ji DR A o T 2 w8 A A Al ke 2 [ ) 45 45 7

k2. R UK AD 2 40 Bl BT HT BACREER 0 2L T A I, (B R P A B A 2 AR AE A VAR P SR I PTAAR LV

FIT CARE R AT A J 0 J0 i A A8 FH 2% 7 9 Kb B T B 11 485 B i

Hew LS. FERERTE:

Problem Possible Causes Solution

Protein is not completely eluted. | Change elution methods.

Make sure the protein of interest contains the target protein by
Western blot or dot blot analyses.
1. Use larger volume of cell lysate.

No target protein expressed.

Very few or no Very low protein expression

target protein level 2. Optimize expression conditions to raise the protein expression
exists in the ) level.
eluate. Washes are too stringent. Reduce the time and number of washes.

Incubation times are inadequate. | Increase the incubation time.

Interfering substance is present in | Lysates containing high concentration of DTT, 2-mercaptoethanol,
sample. or other reducing agents may destroy antibody function, and must
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be avoided.
If Western blot detection is used:
1. Check primary and secondary antibodies using proper controls to
Detection system is inadequate confirm binding and reactivity.
Y quate. o, Verify that the transfer was adequate by using prestained protein
marker or staining the membrane with Ponceau S.
3. Use fresh detection substrate or try a different detection system.
Proteins bind nonspecifically to | 1. Pre-clear lysate with Normal IgG to remove nonspecific binding
the antibody, insufficient washing | proteins.
on magnetic beads, or the 2. After suspending beads for the final wash, transfer entire sample
microcentrifuge tubes. to a clean microcentrifuge tube before separation.
Backeround is 1. Increase the number of washes.
£ro 2. Prolong duration of the washes, incubating each wash for at least
too high. .
15 minutes.
Washes are insufficient. 3. Increase the salt and/or detergent concentrations in the wash
solutions.
4. Centrifuge at lower speed to avoid nonspecific trapping of
denatured proteins.
Wi preEim i s silbl i merim Purify the target protein at lower temperature, such as 4°C.
temperature.
Multiple protein Protein degradation due to
bands found in proteases activity during Add protease inhibitors to cell lysate.
the eluate. purification process.
. o 1. Prepare cell lysate again.
Nemeeeii iy 2. Add additional wash steps.
EESaLE
LIk 77 i 44 PR 3%
P2175S S PEUTE R & (Protein AREERIE) 20-1007%
P2175M G YT I & (Protein AREERIE) 100-5007%
P2177S G UE R & (Protein GHEERIE) 20-1007%
P2177M GBI Wl & (Protein GREERTE) 100-5007%
P2179S I PIE R & (Protein A+GRERKIE) 20-100¢K
P2179M S BE U R £ (Protein A+GRERKE) 100-5007%
P2181S Flaghr 25 8 1 492 UTVE R G (MEBRIE) 20-1007%
P2181M Flaghr % 8 1 4% UTIE A S (HEERIE) 100-5007K
P2183S Mychr a8 8 A TR R & (HEERE) 20-100X
P2183M Mychr%8 8 1 2 DL R B (HEERE) 100-500%
P2185S HARREE 8 A B DTTE R & (L ERE) 20-1007K
P2185M HARRZ [ Ui o S (2R VE) 100-5007%
P2187S VSHREEER AT ulR S (REERE) 20-1004K
P2187M V52 H R TTE R S (HEERE) 100-5007K
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